In the last part of their comment, they seem to merely cite a private communication with Meyer prior to the submission of the comment. In this communication we emphasized that the text between Eqs. ͑18͒ and ͑19͒ in Ref. 1 should have read ''and we assume the fixed single-particle functions.'' But the same scheme has in fact been used by Meyer et al. 6 in MCTDH papers. However, that the testing system in Ref. 1 was too simplistic to conclusively judge upon the usefulness of the MCTDH method was explicitly pointed out in Ref. 1, and this point therefore does not deserve any more attention. Our point of view is that the MCTDH method is an approximate method which only in the limit of many basis functions becomes exact. It is therefore important to test it against other exact methods. The fact that these other methods cannot be used for some of the systems mentioned by Fang and Meyer cannot be used as an argument for not performing such tests. For example, in our simple case, the resonance might easily have been overlooked if an accurate calculation had not been performed. Furthermore, we have just finished a two-dimensional, twosurface full collision study of H 2 ϩCu(100) using our interaction formulation of the nonadiabatic MCTDH presented in Ref. 1 . This work, which will be submitted to J. Chem. Phys. shortly, actually repeats the conclusion made for the numerical study of Ref. 1-namely , that the direct exact propagation method here is also much faster than the nonadiabatic MCTDH.
